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Analysis of risk factors for human papillomavirus infection in the female cervix

FEI Yujie, DING Jing, LIU Huali (The First People’s Hospital of Chuzhou City s Chuzhou 239000, Anhui s
China) ™

Objective By analyzing the risk factors for human papillomavirus (HPV) infection in the female cervix,
this study aims to provide a scientific basis for formulating more effective preventive strategies and intervention measures,
so as to reduce the HPV infection rate. Methods 102 female patients with positive human papillomavirus (HPV) and
100 female patients with negative HPV who visited the Physical Examination Department of our hospital from 2023 to
2024 were selected as the subjects of this study. Questionnaire surveys and case-control study methods were used to
comparatively analyze the distribution characteristics of HPV genotypes in patients of different age groups and the risk
factors related to HPV infection in females.  Results Among the 102 HPV-positive patients, 66. 67% had single
infections and 33. 33 % had mixed infections. Among the single infections,57 cases were high-risk type infections,11 cases
were low-risk type infections. Among the mixed infections. 3 cases were pure low-risk type mixed infections, 17 cases
were pure high-risk type mixed infections,and 14 cases were high-and low-risk type mixed infections. In the group of 20
patients under 30 years old,the numbers of cases with single high-risk type infection, single low-risk type infection, pure
high-risk type mixed infection, pure low-risk type mixed infection,and mixed high- and low-risk type infection were 11,5,
2.,0.and 2 respectively. In the group of 54 patients aged between 30 and 50 years old,the corresponding numbers were
37,4,4,1, and 8 respectively. In the group of 28 patients over 50 years old, the numbers were 9,2, 11, 2, and 4
respectively. The differences in the proportions of single high-risk type infections and pure high-risk type mixed infections
among different groups of patients were statistically significant (P<C0. 05). The results of univariate analysis showed that
there were statistically significant differences in educational background,smoking history,age at first sexual intercourse,
frequency of sexual intercourse, use of condoms, post-coital cleaning, and family history of cervical cancer between the

HPV-positive group and the control group (P <C0. 05). There were no statistically significant differences in uterine
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fibroids, number of childbirths, and mode of delivery (P >> 0. 05). Multivariate analysis indicated that having an

educational background below junior college,age at first sexual intercourse<_18 years old, frequency of sexual intercourse

= 3 times per week,non-use of condoms,and no post-coital cleaning were independent risk factors for HPV infection in

the female cervix (P<C0.05).

Conclusion The cervical HPV infections among women in this region were mainly high-

risk type infections,among which HPV52, HPV53, HPV58 and HPV18 were relatively common. The proportion of single

high-risk type infections was the highest among women aged 30-50, while the proportion of high-risk type mixed infections

was relatively high among women over 50. Cervical HPV infection was related to a variety of complex factors.

[Keywords] human papillomavirus; genotyping; risk factors
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Table 2 Univariate analysis of HPV infection in the female cervix
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Table 3 Multivariate analysis of HPV infection in the female cervix
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