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Analysis of early colonization of intestinal microbiota in newborns at a certain hospital and its influencing
factors

QIN Nan, ZHAO Shuhan  (Shengjing Hospital Affiliated to China Medical University, Shenyang 110000,
China) *

Objective To explore the early intestinal flora colonization of neonates in our hospital and its influencing
factors. Methods From June 2021 to June 2023,1 013 newborns born in our hospital were collected as the research
subjects. The fecal samples of newborns were collected, and the bacterial strains were identified and isolated using mass
spectrometer, The early colonization rate of intestinal microbiota in newborns was analyzed. The results of fecal culture
were statistically analyzed, and the influencing factors of early intestinal microbiota colonization in newborns were
analyzed. Results A total of 581 strains of Escherichia coli 428 strains of Enterococcus,and 123 strains of Klebsiella
pneumoniae were detected in the fecal cultures of 1 013 newborns. The colonization rate of E. coli in newborns delivered
by cesarean section was obviously lower than that in newborns delivered by vaginal delivery,and the colonization rate of
E. coli in newborns delivered by cesarean section was obviously higher than that in newborns delivered by vaginal delivery
(P<C0.05). The colonization rate of E. coli in newborns born between 28-36 weeks was obviously lower than that in
newborns born between 37-41 weeks, and the colonization rate of E. coli in newborns born between 28-36 weeks was
obviously higher than that in newborns born between 37-41 weeks (P <C0. 05). The colonization rate of E. coli in
newborns treated with antibiotics was obviously lower than that in newborns untreated with antibiotics, and the
colonization rate of E. coli in newborns treated with antibiotics was obviously higher than that in newborns untreated
with antibiotics (P<C0. 05). The colonization rate of E. coli in dairy fed neonates was significantly lower than that in
breastfed neonates,and the colonization rate of enterococcus in dairy fed neonates was significantly higher than that in
breastfed neonates (P <C0. 05).  Conclusion The early colonization of intestinal microbiota in newborns is mainly
composed of E. coli and Enterococcus. Different delivery methods, premature birth, antibiotic use and different feeding
patterns can affect the early colonization of intestinal microbiota in newborns. providing important references for

improving the early colonization of intestinal microbiota in newborns.
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Table 1 Colonization of intestinal flora in newborns with different
delivery modes [n(%)]
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Table 2 Intestinal flora colonization of newborns of different
gestational ages [n (%) ]
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Table 3 Colonization of intestinal flora in newborns under different
antibiotic use conditions [n (% )]
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Table 4 Colonization of intestinal flora in newborns with different
feeding patterns [n (%) ]
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