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Distribution and drug resistance analysis of pathogenic bacteria in pulmonary infection in elderly patients
LI Honggian' , ZHANG Zhicheng', JIANG Lei* (1. Department of Medical Technology Puyang Medical
College s Puyang 457000, Henan »China ;2. Department o f Clinical Laboratory s Puyang Oilfield General Hospital) *

Objective  The distribution and drug resistance characteristics of pathogenic bacteria were explored in
elderly patients with pulmonary infections, fro providing a basis for clinical treatment. = Methods Each 100 cases
community infected patients and hospital acquired infected patients were selected respectively. The sputum samples
collected from patient fro culture, identification, and drug sensitivity tests. The differences in pathogen distribution and
drug resistance were compared between community infection and hospital infection specimens. PCR technology was used
to detect quinolone plasmid mediated resistance genes in Klebsiella pneumoniae. Results A total of 200 pathogenic
bacteria were isolated,including 85 Gram positive bacteria (42, 50% ,85/200),101 Gram negative bacteria (50. 50% ,101/
200) ,and 12 fungi (6. 00%,12/200). Klebsiella pneumoniae , Staphylococcus aureus, and Streptococcus pneumoniae
were the main pathogenic bacteria. The detection rate of Gram positive bacteria in samples from community infected
patients was 51. 00% ,which was higher than the detection rate of Gram positive bacteria in samples from hospital infected
patients, which was 34.00% (X*=5.913,P<C0. 05). The detection rates of Gram negative bacteria and fungi in samples
from community infected patients were lower than those in samples from hospital infected patients. Gram positive
bacteria had a higher resistance rate to penicillin, erythromycin, and roxithromycin, while Gram negative bacteria had a
higher resistance rate to cefuroxime, ceftriaxone, tetracycline, chloramphenicol, and tobramycin. The resistance rates of
Gram positive bacteria isolated from community infected individuals to tetracycline,oxacillin, cefotaxime, tobramycin, and
amikacin were significantly lower than those of hospital infected individuals (P <C0. 05). The resistance rates of gram-
negative bacteria isolated from community infected individuals to compound sulfamethoxazole, piperacillin/tazobactam,and
tobramycin were significantly lower than those of hospital infected individuals (P <C0. 05). The carrier rates of gnr A
gene,qnr B gene, and gnr S gene in 10 strains of K. pneumoniae resistant to quinolone antibiotics were 10. 00% ,
30.00% ,and 50. 00% , respectively. Conclusion  Elderly patients were prone to pulmonary infections, with K.

pneumoniae ,S. aureus,and S. pneumoniae being the main pathogenic bacteria. Community infections were mainly
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caused by Gram positive bacteria, while hospital infections were mainly caused by Gram negative bacteria. The resistance

rate of pathogenic bacteria in community infected individuals was lower than that in hospital infected individuals.
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Fig. 1 gnr A gene amplification map of K. pneumoniae
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Table 1 Distribution of pathogenic bacteria in sputum specimens
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Table 2 Drug resistance of Gram positive bacteria
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Table 3 Drug resistance of S. aureus
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Table 4 Drug resistance of Gram negative bacteria
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FIR T 1 4.17 2 13.33 1.0924  0.2959
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Table 5 Drug resistance of K. pneumoniae
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