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Research progress of miRNA in COVID-19
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[ Abstract] Corona Virus Disease 2019 (COVID-19) is a disease caused by SARS-CoV-2. Due to its strong
dissemination ability.it has affected more than 200 countries and continents. resulting in over 5 million deaths. There is
currently no specific therapy for the constantly mutating virus. It has been found that the level of microRNA (miRNA)

alters after infection or vaccination, which makes miRNA based diagnosis and treatment possible. This article reviews the

potential role of miRNA in the diagnosis,treatment,prognosis and prevention of COVID-19.
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