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Correlation analysis of vaginal microbiota characteristics and miR-155 and miR-222 expression levels in
high-risk HPV infection patients
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Objective To explore the correlation between HPV subtypes, vaginal microbiota characteristics,and miR-
155 and miR-222 expression levels in high-risk HPV infected patients. Methods 212 patients with cervical diseases ad-
mitted to the gynecology department in 2023 were selected as the research subjects. The cervical secretions were collected
from patients to detect 14 high-risk types of HPV,including HPV16,18,31,33,35,39,51,52,53,56,58,59,68,82. The
samples of vaginal wall secretions from patients were collected to conduct ammonia odor tests separately; The smears were
made to observe the density and diversity of microbial communities, mold, clue cells, lactobacilli, etc. , and the Nugengt
score was performed; The infection status of Ureaplasma ,Chlamydia ,and Trichomonas were detected. The levels of hy-
drogen peroxide,sialidase,and leukocyte esterase were measured by a vaginal microbiota combined assay kit. The expres-
sion levels of miR-222 and miR-155 in cervical exfoliated cells of patients were detected by fluorescence quantitative PCR.

The Spearman correlation coefficient analysis method was used to analyze the correlation between the vaginal microbiota
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characteristics of high-risk HPV patients and the expression levels of miR-155 and miR-222.  Results Among 212 pa-
tients, 85 cases were detected as high-risk HPV, with a detection rate of 40. 09%. Among them,25 cases were HPV-16
infection, 9 cases were HPV-58 infection,7 cases were HPV-52 and 53 infection each,6 cases were HPV-35 and 39 infec-
tion each,5 cases were HPV-31 and 51 infection each,4 cases were HPV-33 and 56 infection each,3 cases were HPV-18
infection,2 cases were HPV-59 infection,1 case was HPV-68 and 1 case was HPV-82 infection. There was a statistically
significant difference in the positive rates of hydrogen peroxide, bacterial vaginosis,Urea plasma urealyticum ,Chlamydia ,
and abnormal rates of lactobacilli between high-risk HPV positive and high-risk HPV negative patients (P <C0. 05) . while
there was no statistically significant difference in the positive rates of sialidase,leukocyte esterase, mold,and Trichomonas
(P>>0.05). The relative expression levels of miR-155 and miR-222 in cervical exfoliated cells of patients with high-risk
HPV infection were (1.4720.30) and (3.02740. 47) ,respectively. The relative expression levels of miR-155 and miR-
222 in cervical exfoliated cells of patients with high-risk HPV negative infection were (1.05+0.20) and (1.6840.37),
respectively. There was a statistically significant difference in the relative expression levels of miR-155 and miR-222 in
cervical exfoliated cells between the two groups of patients (P<C0.05). The expression level of miR-155 in cervical exfoli-
ated cells was positively correlated with the positivity rate of bacterial vaginosis,U. wurealyticum ,Chlamydia ,and abnor-
mal lactobacilli,and the difference was statistically significant (P<C0. 05). The expression level of miR-222 in cervical ex-
foliated cells was positively correlated with the positivity rate of hydrogen peroxide, bacterial vaginosis,chlamydia,and ab-
normal lactobacilli.and the difference was statistically significant (P<C0.05). Conclusion High risk HPV infection pa-
tients were mainly HPV-16 and HPV-58 infections. The vaginal microbiota of high-risk HPV infected patients had under-

gone significant changes, with increased positivity rates for hydrogen peroxide, bacterial vaginosis, U. wrealyticum,

Chlamydia ,and abnormal rates of lactobacilli. MiR-155 and miR-222 were highly expressed in cervical exfoliated cells of

Jun. 2024, Vol.19,No. 6 e 649 -

high-risk HPV infection patients,and had a certain correlation with the characteristics of vaginal microbiota.
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