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Down-regulation of CPEB3 is related to the malignant progression of melanoma cells

ZHANG Xiaomin',SUN Yanqin® (1. Department of Dermatology and Venereology sGuangdong Provincical Si
an Hospital s Dongguan 523001, China ;2. Department of Dermatology s Shenzhen Hospital s Southern Medical Univer-
sity ;3. Department of Pathology ,Guangdong Medical University)

Objective To analyze the expression of Cytoplasmic Polyadenylation Element Binding Protein 3 (CPEB3)
in five cell lines of cutaneous melanoma,and to evaluate the effect of CPEB3 on cell proliferation,apoptosis, migration,and
invasion by down-regulating the expression of CPEB3 in cells. Methods Real-time {luorescence quantitative PCR (RT-
qPCR) and Western blot techniques were used to detect the expression of CPEB3 at mRNA and protein levels in five mel-
anoma cell lines (WM3211,SK-MEL-28,A2058,A375,and A875). Using shRNA interference technology to down-regu-
late the expression of CPEB3 in cells, we detected the effects of down-regulation of CPEB3 expression on the proliferation,
apoptosis, migration,and invasion ability of melanoma cells by CCK-8, plate clone formation assay,flow cytometry,scratch
assay, Transwell migration,and invasion assay. Results The expression of CPEB3 decreased sequentially in five mela-
noma cell lines: WM3211, SK-MEL-28, A2058, A375, and A875 cell lines. After down-regulation of the expression of
CPEB3 in SK-MEL-28 cell,cell proliferation and clonal formation ability were significantly enhanced, while the apoptosis
rate was significantly reduced.and the cell migration and invasion ability were significantly improved (P<C0.05). Con-
clusion Down-regulation of CPEB3 expression in melanoma cells can promote cell proliferation,inhibit cell apoptosis,and
enhance cell migration and invasion. Those results suggest that CPEB3 gene may play an important role in the malignant
progression of melanoma.

GG | Melanoma; CPEB3 ; proliferation; apoptosis ; migration ; invasiveness
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Fig. 1 Differential expression of CPEB3 in melanoma cell lines
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Fig.2 Downregulating the expression of CPEB3 can accelerate the
proliferation and decrease the apoptosis of SK-MEL-28 cell
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