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Effects of Trichinella spiralis infection and tryptophan supplementation on intestinal flora in Mongolian
gerbil

YE Rui' ,DONG Xianfeng' , ZHENG Minghui'® (1. Department of Parasitology » Zunyi Medical University s
Zunyi 563000,China ;2. Chinese Center for Disease Control and Prevention) ™™

Objective To dynamically observe the changes of intestinal flora in Mongolian gerbil (Meriones unguicu-
latus) infected with T. spriralis and supplemented with tryptophan, The number of adult worms and muscle larvae in
Mongolian gerbil was counted,and the effect of tryptophan supplementation on trichinosis was preliminarily explored.

Methods The model of Mongolian gerbils infected with T. spiralis was established, and the fresh feces of Mongolian
gerbils were collected aseptically at 0 d (control group) .7 d (TS7 group) .14 d (TS14 group) and 28 d (TS28 group) af-
ter infection for 16S rDNA high-throughput sequencing,and the dynamic changes of intestinal flora of each group of Mon-
golian gerbils were analyzed. Mongolian gerbils infected with T'. spiralis was killed on the 7 d,and its small intestine was
cut with aseptic scissors,and then it was incubated in physiological saline and the adult worms were collected and counted.
Mongolian gerbils were killed on the 28 d after they were infected with the muscle larvae of T. spiralissand 1 g of muscle
was weighed. After digestion, the number of muscle larvae was counted under the microscope,and the worm reduction
rate of adults and larvae was calculated.  Results Bacteroidetes and Firmicutes accounted for more than 90 % of intesti-
nal flora of gerbils in the phylum level. Compared with the control group.the proportion of Bacteroidetes in the intestinal
phase of the infection group decreased by 7. 98% ; The proportion of Bacteroidetes in the tryptophan group increased first
and then decreased to 45. 60% in the encystation stage. The proportion of Firmicutes in infected gerbils gradually de-
creased to 33. 30% ; Firmicutes in the tryptophan group began to decline at the early stage of infection, decreased to
28.07% at the larval migration stage,and then began to recover. At the genus level,the changes of Muribaculaceae , Bac-

teroides and Lactobacillus were more obvious in each infection stage. LLEfSe analysis showed that Anaerostipes . Dubosiel-
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la s Lactobacillus s Parabacteroides sand Candidatus _Saccharimonas were the genera with significant differences between

the control,infection,and tryptophan groups as well as between the infection stages. After tryptophan supplementation,

the number of adult worms and muscle larvae in Mongolian gerbils infected with T. spiralis were significantly reduced

compared with those in the non supplemented group,and the reduction rate of adult worms was 22. 08% (P<C0.05) ,and

the reduction rate of muscle larvae was 33.83% (P<C0.01).

Conclusion T. spiralis infection and tryptophan supple-

mentation can change the composition of intestinal flora in gerbils,but there are differences in different infection stages. In

addition, tryptophan supplementation could significantly reduce the number of worms in Mongolian gerbils.
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