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Cloning, expression of Acinetobacter baumannii phage ZZ1 receptor binding protein gpl2 and identifica-
tion of ZZ1 RBP receptors
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Objective In order to further understand the interaction mechanism between bacteriophages and host bac-
teria, the clonal expression of the Acinetobacter baumannii bacteriophage ZZ1 short tail fiber protein gpl2 was performed
and the ZZ1 RBP adsorption receptor was identified. =~ Methods Prokaryotic expression of bacteriophage ZZ1 recombi-
nant receptorbinding protein gpl2,and it was identified frommolecular mass, antigenicity and function of ZZ1 adsorption
competition interference. OMP and LPS on the surface of A. baumannii were extracted respectively by Bacterial Mem-
brane Protein Extraction Kit and Bacterial Lipopolysaccharide Extraction Kit,and then identified hostreceptorsforbacteri-
ophage ZZ1 adsorption using ELISA. We handled AB0O9V bacteria with proteinase K and periodate to destroy the protein
and LPS on the bacterial surface,and observed the adsorption efficiency of the phage ZZ1 on the AB0O9V bacteria treated
by the two methods.  Results After PCR amplified the ZZ1gp12 gene, the ZZ1 recombinant receptorbinding protein
gpl2 containing the 6 His tag was successfully induced. SDS-PAGE showed that the relative molecular mass of the ex-
pressed protein was about 55 ku. The expression of protein induced at 37 ‘C with 0. 5 mmol/L isopropyl beta-d-thiogalac-

toside (IPTG) concentration for 4 hours were basically stable. Western blot showed that the purified protein can be recog-
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nized by anti-Histag antibody and mouse anti ZZ1 polyclonal antibody, respectively; The competitive adsorption test

showed that the adsorption efficiency of ZZ1 against Acinetobacter baumannii ABO9V decreased by 42. 4% compared with

63.5% in the control group in the presence of recombinant ZZlgpl2 protein; When both ZZ1 recombinant gp37 protein

and ZZ1 recombinant gpl2 protein were present, the adsorption ratedecreased by 55. 8 %. ELISA and further validation as-

says showed that both ZZ1 recombinant receptorbinding proteins adsorbed LLPS on the surface of the host bacterium

ABO9V.  Conclusion

The recombinant receptorbinding protein gpl2 of the bacteriophage ZZ1 was successfully ex-

pressed. Both ZZ1 recombinant gp37 protein and ZZ1 recombinant gpl2 protein adsorbed LLPS on the surface of host bac-

teria ABO9V.
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Fig. 2 Identification results of recombinant plasmids
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Fig. 6 ELISA results of ZZ1 recombinant gp37 and gp12 protein
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Fig. 8 The effect of proteinase K on adsorption of phage ZZ1
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