tOE AR AW F R E 0234806 %18 B 06 ]

Journal of Pathogen Biology Jun. 2023. Vol. 18.No. 06 + 705 -
2
DOT. 10. 13350/j. cipb. 230616 o G IRWFFE -

143 451 11 s A5 i 30 1) i RS G AR AE 70 B
KIRNE T E S B
L3R4 SR 88 = N BB B H R IR Rk 2246000

BB 4T O 401 30 6 B B AF J% L3 CRPLPCT . IL-6 K 3 i R EE AU Wi (. 3k RIT
A BB Z AT I 143 5] 11 i 650 1T A0 17 stk e R 0 I DR WL, [ B 5 B 6.0 461 [R] 391 5K & A= IR e 1 11 fs 00 1T A0 B
Bt B S I X IR AL, AR RS 2 H SR AR 11 A1) B VR SR A 4 1 2l AN B A AR AT O R A S . R R R A
T4 X 52 7 G U 4 ¥ €0, 74 76 B3R TR TS 25 25 A mec AL tetM . aac(67) /aph(2”) caph3’-1ll ermA.ermC MI#EFHE M, TR E A
e A 32 32 1R 7 T 5 SR 4B R 3 DK AL A4S I R 3 1L WS C S & 1 (C-reactive protein, CRP) | [ 45 % J/ (Procalcitonin, PCT) |
1 40 i A -6 (Interleukin-6) /K -, 38 i3 2 il 528 & T /F 45 1E il 28 (Receiver operating characteristic, ROC) , 43 #7 Il 1
CRP.PCT IL-6 /KX ARG T RIS Wi (., Z5R 143 i 11 50 0 fa] Bl /s e 34 P . 68, 53 %6 S oF M e e
78.32 %6 g HLIA] B YL, F2 BN E T I BR (18. 88 %6) 521, 68 %6y 22 A B Jk , £ B2 P HE T (A1 B+ T A0 R I BR (9. 09 %), 3
o G IR TR 143 Bk, 59. 44 Y0 2% FHE TR, DL & 3R (A A BRI (29. 37 %0) (RS BEBRTA (11. 89 %0) I &, 42 #R & T A4
7 Bk B e AR T PR B A ER B 19 Bk FR LT AR BIURR & B N A BR T 23 k. T PR 4R T PR o R 4 R T I T 24
L DR 4 7 2R T H AR T MR BBUR 4 B T A9 BR A L FE P mecA L tetM L aac(67) /aph(2°) caph3™- [l # K 4 K 22 R W H 40 i1+
(X =42.000,4.325,4.375,4. 546,34 P<C0. 05), FRRFERYe Al  Hh B UL 4] B RO 41 R F LY CRP.PCT . 1L-6
K53 R 28 R AT e 238 L (P<<0. 05, B & R Y A2 3 I i 7k . a4 ) ROC 146 & 88, Ly CRP.PCT.IL-6
K- il 26 F 1 AR CAUC) 23518 0. 977(95% C1:0. 945~1.000) ,1. 000(95% CI:1.000~1.000).0.999(95% CI.0. 998
~1.000) , F A # W& 2 314 71. 47 mg/L.3. 28 ng/mL.83. 36 pg/mL, U E 7354 98. 7% .100 % F1 100 % , 45 5 B 2
S 98.5%6 100 % F1 98.5% . H5IE 11 I A TR AP I Bt g AR A LA SRR BRI g L R E BN S PR . B E
1% CRP\PCT . IL-6 7K F- % i BE (T JBE 11 o 651 180 758 TR] il Jak 2 S8 2 HL A 07 M2 W (i I R b PT 17 FH 7128 W B8 3 R s 1%
TR,

T s 0 v 0 ) R TR 4% 5 i P 4 16 P 4 0 €L BT AT TR BT 5 C IS I 2B P B 4 28 U5 4 A i A -6

[GCEEEL] R378 [CL T A 1673-5234(2023)06-0705-04

[Journal of Pathogen Biology. 2023 Jun;18(6):705-708, 712. ]
Analysis of the characteristics of 143 cases with oral and maxillofacial space infections

SHI Zhenyi, HU Min,CHEN Changsheng (Department of Stomatology »Yancheng Third People’s Hospital s
Yancheng 224600, Jiangsu,China) *

Objective  To analyze the pathogenic characteristics of oral and maxillofacial space infection and the
diagnostic value of serum CRP,PCT and 116 levels for the degree of disease. Methods The clinical data of 143 patients
with oral and maxillofacial space infection who were treated in the department of stomatology in our hospital were
selected,and 60 inpatients with oral and maxillofacial surgery who did not have infection during the same period were
selected as the control group. On the day when the patient visit,the pus in the oral and maxillofacial space of the patient
was collected and the pathogen was identified by the automatic bacterial identification instrument. The resistance genes
mecA, tetM, aac (6 ")/aph (2'), aph3’- Il , ermA and ermC of Staphylococcus aureus were detected by common
polymerase chain reaction. Before the patient was admitted to the hospital and received treatment, the venous blood of the
patient was collected to detect the level of C-reactive protein (CRP) , procalcitonin (PCT) and interleukin-6 (Interlukin-6)
in the patient’s serum. The diagnostic value of serum CRP,PCT and IL-6 levels for different infection levels was analyzed
by drawing the receiver operating characteristic curve (ROC) of subjects.  Results Of 143 patients with oral and
maxillofacial space infection, 68. 53% were odontogenic. 78. 32% of them were single space infection, mainly in
infraorbital space (18.88%);21.68% in multi-space sense.mainly in middle infraorbital space+ submandibular space (9.
09%). A total of 143 strains of pathogenic bacteria were detected,of which 59. 44 % were gram-positive bacteria, mainly
Staphylococcus aureus (29. 37%) and S. wiridis (11. 89%). Among 42 strains of S. aureus,19 were methicillin-

resistant S. aureus and 23 were methicillin-sensitive S. awureus. The resistance gene carrying rate of methicillin-resistant
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S. aureus was higher than that of methicillin-sensitive S. aureus. The difference in the carrying rate of mecA,tetM,aac
(6")/aph (2'),and aph3'- [l genes was statistically significant(X* =42, 000,4. 325,4. 375,4. 546, P<C0. 05). The serum
levels of CRP,PCT,and IL-6 in patients with mild infection, moderate infection, and severe infection were significantly
different from those in the control group,and increased with the severity of infection (P <C0. 05). The area under the
curve (AUC) of serum CRP.PCT and IL-6 levels were 0. 977 (95% CI:0. 945-1. 000),1. 000 (95% CI:1.000-1.000) and
0.999 (95% CI:0.998-1. 000), respectively; the best cutoff values were 71. 47 mg/L,3. 28 ng/mL and 83. 36 pg/mL,
respectively; the sensitivity was 98. 7% ,100% and 100% ,and the specificity was 98.5% ,100% and 98.5%. Conclusion

Patients with oral and maxillofacial space infections mainly had single space infections,and the main pathogenic bacteria
were gram positive bacteria. The serum levels of CRP, PCT and 11.-6 in patients with moderate and severe oral and
maxillofacial space infection had good diagnostic value, and can be used to diagnose the degree of disease in patients
clinically.

[Key words] oral and maxillofacial space infection; methicillin-resistant Sta phylococcus aureus; C-reactive protein;

procalcitonin;interleukin-6
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Fig.3 ROC chart of serum CRP,PCT and IL-6 levels in diagnosis

of moderate and severe oral and maxillofacial space infection
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levels in moderate and severe oral and maxillofacial space infection
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