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The change of DENV2 replication in different host cells treated with ralb34k2-1
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Objective To investigate the effect of ralb34k2-1 on DENV2 replication in different cells derived from
mosquito and mammal. Methods 1) The binding characteristics of ralb34k2-1 with DENV2/rEDIII was evaluated by
Dot-ELISA and indirect ELISA. 2) DENV2-E gene expression in mosquito cells C6/36 and Aa23T and mammal cells
BHK-21.RAW264. 7, HacaT and THP-1 cells treated with ralb34k2-1 was detected by qRT-PCR.DEFE,DPT genes
expression in C6/36 and IFN-8,1SG15,1SG56 treated with ralb34k2-1 in RAW264. 7 and THP-1 was detected by qRT-
PCR. Results 1) The binding results showed that ralb34k2-1 could interact with DENV2 and DENV-ED . The
highest binding A value of ralb34k2-1 combined with DENV2 is 0. 08775+0. 01436 ,and the highest A value of Ralb34k2-
1 combined with DENV-EDIIl was 0.917740.04422. 2) The mRNA expression of DENV-E in C6/36 and Aa23T cells
pre-incubated with ralb34k2-1 were increased (27 **" value was 2. 041940.1027). The inhibitory rate of 5 pg ralb34k2-
1 on DEFE in C6/36 was 73% (P <C0.05). 3) The mRNA expression of DENV-E of DENV2 was increased in HacaT
and THP-1 cells infected with DENV2 mixed with ralb34k2-1 (The 27**" values was 2. 8024 4 0. 3091 which mixed
instantaneously with ralb34k2-1 while pre-incubated with ralb34k2-1 was 2. 13254 0. 06746. But it had no significant
effect on the expression of DENV-E gene in BHK-21 and RAW264. 7 cells (P>>0.05). 4) The mRNA expression of IFN-
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B,1SG15 and ISG56 was induced by ralb34k2-1 strongly whether virus mixed in it or not. The mRNA relative expression
of ISG56 in RAW264. 7 (377. 9795 4 12. 5456) was higher than that in THP-1 (9. 5703 = 1. 0332). There was no

significant difference in antiviral factors between ralb34k2-1 instantaneous mixing and pre-incubated THP-1(P >>0. 05).

Conclusion The ralb34k2-1 can bind to DENV2 and DENV-ED [ , and may up-regulate the replication of DENV2 in

mosquito cells by inhibiting antimicrobial peptides. Moreover, the replication of DENV2 in human cells enhanced by

ralb34k2-1 is different from that in mosquito-derived cells.

These results provides a novel paradigm for DENV2

transmission between mosquito and human cells under the condition of Aedes albopictus saliva 34k2.

QLERGD B Aedes albopictus sralb34k2-1 protein; DENV2; mosquito cells; mouse cells; human cells
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Fig. 1 A. albopictus protein ralb34k2-1 can bind to DENV2

and DENV-ED I[
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A,B,C,D The relative expression of DENV-E of BHK-21,
RAW264. 7, HacaT and THP-1 infected with DENV2 mixed with
ralb34k2-1 instantaneously or pre-incubated after 12 hours

Fig.3 The combination of ralb34k2-1 with DENV2 can
affect DENV2 replication in host cells
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