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A review of knockdown resistance in voltage-gated sodium channel of Aedes Aegypti in Lancang-Mekong
river Basin
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Aedes aegypti is an important vector of diseases including dengue fever, chikungunya fever, Zika virus
disease in Lancang-Mekong River Basin, Currently, it is generally resistance to pyrethroid insecticides. Knockdown
resistance (kdr) is one of the main mechanisms of mosquito resistance to pyrethroid insecticides. The mutation of kdr
gene at each point of Aedes aegypti voltage-gated sodium channel is more obvious in Lancang-Mekong River basin
countries,and the frequency of kdr mutation varies significantly among countries. This article reviews the research
progress in the detection methods and distribution characteristics of kdr gene mutations of Aedes aegypti in the Lancang-
Mekong River basin in recent years,in order to provide a reference for the monitoring and management of insecticide
sensitivity in this area.
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