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The relationship between serum adropin, miR-217 and miR-92a levels with the severity and prognosis of
patients with viral myocarditis

WANG Li-na, MA Na, SUN Xiao-gang (Department of Cardiology sSecond Provincial People’s Hospital of
Gansu s Lanzhou 730030 ,China) *™**

Objective To detect the expression levels of adropin, microRNA (miR)-217 and miR-92a in serum of
patients with viral myocarditis (VMC) ,and to explore their relationship with disease severity and prognosis. Methods

Ninety-seven VMC patients diagnosed in our hospital from January 2018 to February 2020 were taken as the VMC group,
and the patients were grouped into a mild group (53 cases) and a severe group (44 cases). In addition, 100 healthy
subjects were included as the control group. The differences in serum adropin, miR-217 and miR-92a levels were
compared. After 24 months of follow-up.they were grouped into a good prognosis group (61 cases) and a poor prognosis
group (36 cases) according to the treatment effect,and the relationship between serum adropin, miR-217 and miR-92a
levels with clinical outcomes of patients was analyzed. Results The levels of miR-217 and miR-92a in the VMC group
[(1.84+0.26),(2.19240. 38) ] were greatly higher than those in the control group [(0.97+0.07),(1.0240.05) ],and
the level of adropin [ (152, 64423, 18) pg/mL) ] was lower than that in the control group [(275. 924 30. 43) pg/mL) |
(P<C0.05). The levels of miR-217 and miR-92a in the mild group [ (1.51£0.22),(1.79240. 36) ] were lower than those
in the severe group [ (2. 24=40.31),(2.67+0.40) ],and the level of adropin [ (175. 08+ 24. 93) pg/mL) ] was higher than
that in the severe group [ (125. 61+ 21. 07) pg/mL)] (P <C0. 05). The levels of miR-217 and miR-92a in the good
prognosis group were greatly lower than those in the poor prognosis group,and the level of adropin was higher than that
in the poor prognosis group (P<C0.05). Compared with the high-level adropin group,the low-level miR-217 group and
the low-level miR-92a group,the adropin low-level group,the high-level miR-217 group and the high-level miR-92a group
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had fewer cases of clinical recovery,and more cases of arrhythmia,delayed recovery and dilated myocardium (P<C0. 05).

The area under the curve of serum adropin, miR-217,miR-92a and their combination in predicting poor prognosis in VMC

patients was 0. 823,0. 862,0. 867 ,and 0. 973, respectively.

Conclusion The level of serum adropin in VMC patients is

decreased , while the levels of miR-217 and miR-92a are increased,which can reflect the severity and prognosis of patients.

Combined detection has a high predictive value for poor prognosis.

[Key words]) viral myocarditis;adropin; microRNA-217; microRNA-92a
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Table 1 Comparison of serum adropin,miR-217 and miR-92a
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Table 2 Comparison of serum adropin, miR-217 and miR-92a
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Table 3 Comparison of serum adropin, miR-217 and miR-92a
levels in patients with different prognosis of VMC
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Groups No, adropin(pg/mL) miR-217 miR-92a
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Fig. 1 ROC curve of serum adropin,miR-217 and miR-92a
levels predicting poor prognosis of VMC
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