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U N Dengue fever (DF) infection is increasing globally due to the rapid spread of Dengue virus (DENV) ,and co-
circulation and co-infection of various serotypes are occurring frequently. The ecological environment in most areas of
southern China is suitable for mosquito breeding and there is a risk of DENV epidemic. In this paper, the serotypes,

vectors, genetic variation, global prevalence and vaccine development of DENV will be reviewed to provide reference for

the prevention and control of DENV,
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