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Analysis of pathogenic bacteria distribution and risk factors of blood flow infection in patients with hema-
tological diseases

LIANG Bo, YIN Jun-jie,ZHANG Sheng-nan,ZHANG Chao,HU Zi-Long, WANG Yi (Xinxiang Cen-
tral Hospital , The Fourth Clinical College of Xinxiang Medical University , Xinxiang » Henan 453000,China) *

Objective To analyze the distribution of pathogenic bacteria and the risk factors of infection in patients
with hematological diseases complicated with bloodstream infection.  Methods Venous blood samples were collected
from patients participating in this study and cultured with automatic blood culture instrument. Positive samples were i-
dentified by automatic bacterial identification instrument. The detailed clinical data,and blood culture results of patients
participating in the study were retrospectively analyzed. Results There were 122 patients with hematological diseases
complicated with bloodstream infection,including 68 males and 54 females. The age ranged from 17 to 79 years,and the
length of hospital stay was 2 to 143 days. There were 48 cases of primary bloodstream infection and 74 cases of secondary
bloodstream infection. There were 43 cases of acute lymphoblastic leukemia, 31 cases of acute myeloid leukemia, 12 cases
of multiple myeloma,8 cases of non Hodgkin's lymphoma,6 cases of myelodysplastic syndrome,6 cases of aplastic anemi-
a,chronic granulocytic leukemia,5 cases of iron deficiency anemia,4 cases of non Hodgkin's lymphoma and 7 cases of other
hematological diseases. 35 cases were complicated with other site infection, mainly with pulmonary infection (13. 93%).
A total of 145 strains of pathogenic bacteria were detected,including 78 Gram-negative bacteria,59 Gram-positive bacteria
and 8 fungi. Gram negative bacteria were mainly Klebsiella pneumoniae (19. 31%) , Escherichia coli (8. 97%) and
Pseudomonas aeruginosa (6.89%). Gram positive bacteria were mainly coagulase negative staphylococei (12, 41%) and
Staphylococcus aureus (8.28%). The main fungi were Candida tropicalis (2.07%) and Candida albicans (2.07%).
The resistance rates of Stenotrophomonas maltophilia to trimethoprim sulfamethoxazole, levofloxacin, minocycline,
cefepime, cotrimoxazole and cefoperazone sulbactam were 60. 00 % ,60. 00% ,20. 00% ,0. 00% ,40. 00% and 40. 00% re-

spectively. Through univariate analysis of the infection group and the control group,it was found that there were statisti-
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cally significant differences between the infection group and the control group in terms of age,length of hospital stay,type

of anti infection drugs, granulocyte deficiency time, neutrophil value, chemotherapy, invasive operation, and infection at

other sites (P<C0. 05). Multivariate logistic analysis of the above statistically significant factors showed that age > 60

years old,length of hospital stay = 30 days,agranulocytosis time > 7 days,invasive operation,combined with infection in

other parts were independent risk factors for blood flow infection in patients with hematopathy.

Conclusion Primary

blood flow infection is the main cause of blood disease complicated with blood flow infection,and Gram-negative bacteria

are the main pathogens. Older age,long hospital stay,long agranulocytosis time. received invasive treatment,and com-

bined with infection in other parts are the risk factors for blood flow infection.

(GG | hematopathy; blood stream infection; pathogenic bacteria;risk factors
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Table 1 Single factor analysis of blood flow infection
in patients with hematological diseases
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Table 2 Multi factor analysis of blood flow infection in patients
with hematological diseases
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